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We studied functions of TMEM141 that is a candidate gene from our screening
study, on cellular and organism level by using mammalian cells and medaka. Subsequently, our data
suggest the possibilities that the novel vesicular membrane protein, TMEM141 plays important roles
in cell proliferation and maintenance of cancer stem cells. Additionally, some peptides designed
based on the deduced amino acid sequence of TMEM141 inhibited proliferation in several human cancer
cell lines. The knowledges obtained from the project provide the important insights not only into

aspects of vertebrate organogenesis, but also into aspects of medicinal development based on novel
concepts targeting cancer stem cells.
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