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Significance of expression loss of chromatin remodeler ARID1A in gastric cancer
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Significance of ARID1A (one of the chromatin remodeling gene) in gastric cancer
was analyzed in each subtype of gastric cancer (EBV, MSI-H, and the others). Using gastric cancer cell
lines, mRNA microarray revealed expression of genes related to cell proliferation or cell cycle are
frequently altered by knockdown of ARID1A. Knockdown of ARID1A suppressed proliferation of gastric cancer
cell lines in MTT assay. Knockdown of one gene which is overexpressed by knockdown of ARID1A resulted in
decrease of infection efficiency of EBV into gastric cancer cell lines. The result indicates the
importance of ARID1A in the establishment of EBV-associated gastric cancer.
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