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Expression of miRNAs predicting lymph node metastasis in early dolorectal carcinoma
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Lymph node metastasis occurs in about 10% of patients with submucosal invasive
colorectal carcinoma. We foused on the submucosal invasive carcinoma and examined the expression of
microRNAs to delineate its relationship with clinicopathological features. We reported that the
expression of miR-31 was higher in colorectal cancer tissue than in non-tumoral tissue. The up-regulated

expression of miR-31 may play an oncogenic role in the early stage of carcinogenesis in colorectal
cancers.
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B4 1. miR-31(A), miR-21(B), miR-200c(C), miR-143(D) expressionin 71 pairs of
matched normal mucosa tissue and CRC tissues.
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B42. Theexpressionlevel of miR-31in 5 cases corrected by laser microdissection.
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04 The status of the miR-31 host gene locus was
analyzed by fluorescent in situ hybridization (FISH).
The signal from the miR-31 locus was green while
the signal from the centromere was red.
results from 2 tissue (A)
(the ratio of miR-31/centromere 9; 0.9), the
adenoma component (B) (the ratio of miR-
31/centromere 9; 0.9), and cancer cells (C) (the
ratio of miR-31/centromere 9; 0.9), in which green
and red signals indicate the miR-31 locus and
centromere locus of chromosome 9, respectively.
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