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Effect of alternative polyadenylation during epithelial-mesenchymal transition on
cancer cell growth
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To investigate the effect of alternative polyadenylation during
epithelial-mesenchymal transition (EMT) on the HCT116 colon cancer cell line, we succeeded to select a
population of cells capable of migrating. Pathway analysis was performed using Ingenuity pathway analysis
(IPA) software. IPA revealed that VIM, ZEB1 and FOXQl, which are EMT marker genes, were upregulated in
the selected cells. We identified the genes whose 3' UTR are shorten in the selected cells using Exon
Array. Furthermore, we found that protein levels of CPSF family were increased in the highly migrated
cells. These data suggested that regulation of CPSF family protein levels alters the ability of migration
through changing 3"UTR length of the certain genes.
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