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GATA2 MonoMac

Identification of GATA2 function in dendritic cell differentiation for
elucidating the pathological mechanism of MonoMAC syndrome
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Mutations in GATA2 are associated with the monocytopenia and mycobacterial
infection (MonoMAC) syndrome. In this syndrome, monocyte, B-cell, NK-cell, and dendritic cell (DC)
populations are diminished or undetectable. DCs are central regulators for immune response. We
investigated the role of GATA2 in DC differentiation and function by Gata2 conditional knockout
mice. It was found that GATA2 was required for the in vitro generation of DCs from common
myeloid-restricted progenitors and common DC precursors. But common lymphoid-restricted progenitors
or granulocyte-macrophage progenitors were not affected for the DC differentiation by
GATA2-knockout. Moreover, expression profiling showed GATA2 could suppress T-cell-related genes,
including Gata3 and Tcf7 in myeloid progenitors. These findings suggest GATA2 has an important role
in cell-fate specification toward the myeloid vs. T-cell lineage by regulating lineage-specific

transcription factors in progenitors.
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(Onodera K, et al. Blood 2016; 128: 508-18)
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