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Generation of mice models of AML/MDS with large genomic deletion using CRISPR/Cas9
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We use the CRISPR/Cas9 system of genome editing to generate model mice of myeloid
malignancy which is deleted the candidate 7g- responsible genes, Miki, CG-NAP, and Samd9L. By injection
of circular plasmid expressing sgRNA and hCas9 into mouse zygotes, we %enerated mice carried the
mutations at the target locus with high efficiency. However, it was difficult to generate the multiple
genes (Miki/CG-NAP/Samd9L) deficient mice by co-injection of the plasmids targeting a single allele. Thus
we are trying to generate multiple gene deficient mice use a different technique to complement the
current knockout project.
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