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microRNA

microRNA is involved in the pathogenesis of endometriosis.
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Utilizing miRNA microarray analysis, we found 8 downregulated miRNAs and 4
upregulated miRNAs in cultured ECSCs. Compulsory expression of miR-503 directed the inhibition of
cell proliferation and the induction of apoptosis in ECSCs. miR-503 was found to suppress the mRNA
expression of Bcl-2, VEGF-A and Cyclin D1 in ECSCs.
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Eight miRNAs downregulated in ECSCs compared with NESCs.

Svstemic name Raw P value FDR-adjusted P value Fold change Accession No.

hsa-miR-199b-5p 0.00195 0.0397 0.08 MIMAT0000263
hsa-miR-503 0.000778 0.107397 0.22 MIMAT0002874
hsa-miR-424 0.00232 0.107397 0.26 MIMAT0001341
hsa-miR-196b 0.00777 0.200067 0.29 MIMAT0001080
hsa-miR-199a-3p 0.0209 0.227034 0.41 MIMAT0000232
hsa-miR-214 0.0209 0.227034 0.46 MIMAT0000271
hsa-miR-29b 0.0117 0.216796 0.48 MIMAT0000100
b iR-455-3p 0.0209 0.227034 0.49 MIMAT0004784

Four miRNAs unregulated in ECSCs compared with NESCs.
Svstemic name Raw P value FDR-adjusted P value  Fold change Accession No.

hsa-miR-210 0.00863 0.200067 4.30 MIMAT0000267
hsa-miR-100 0.0274 0.241585 357 MIMAT0000098
hsa-miR-132* 0.0206 0.227034 217 MIMAT0004594
hsa-miR-181a 0.00232 0.107397 2.16 MIMAT0000256
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