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Granulosa cell tumours (GCTs) are frequentlx seen in menopausal women and
are relatively indolent. Although approximately 80% of patients with advanced tumors die from
recurrence, little is known about the molecular mechanisms of GCT progression. In this study, we
searched for candidate genes based on the expression level, and the selected genes were employed for
functional analysis. Focusing on the genes highly expressed in KGN cells, 9 genes were selected
throughout screening based on distinct properties of KGN cells at different passages. Of these,
GPRC5B was highly expressed in KGN cells and human GCT according to the western blot analyses. In
the cells carrying a GPRC5B knockdown construct, reduce proliferation and invasion ability. These
results strongly suggest that GPRC5B is involved in etiology and progression of GCT.
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