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Regulation of periodontal disease-related cognitive impairment by controlling
microglial phenotype change

Okada, Ryo
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Cathepsin B is a lysosomal cysteine protease, and its expression level is
elevated at several immune cell types under inflammatory conditions. To clarify the roles of this
enzyme on microglial phenotype change, pro-inflammatory M1 phenotype was induced to microglia, and
Cathepsin B mRNA expression level was evaluated. This gene expression level was elevated by
stimulation with E.coli LPS, but not changed by stimulation with Interferon-y . These results
indicated that this protease expression is regulated by some particular stimulations.

Next, | examined the possibility that periodontal disease-causing bacterium change mammalian brain
cell phenotypes by direct interaction. By brain endothelial cell culture with Porphyromonas
gingivalis, various inflammatory cytokines were expressed in this mammalian cell. These results
suggested that bacteria sensing brain endothelial cells may induce inflammatory conditions and
change some brain cell phenotypes at local area in brain.
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