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Expression and function of CDCA5 in OSCC
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We identified cell division cycle associated 5 (CDCA5) as a cancer-related gene
which was overexpressed in all the human OSCC cells tested by microarray analysis. In this study, we
investigated the expression and function of CDCA5 in OSCC. First, we confirmed that CDCA5 was
overexpressed in human OSCC cell lines and OSCC tissues. We then tested the effect of synthetic small
interfering RNAs specific for CDCA5 on the growth and invasion of human OSCC cells. Knockdown of CDCA5
markedly inhibited the growth of 0SCC cells in vitro and in vivo. We also examined the expression of
CDCA5 protein in 80 cases of 0SCC immunohistochemically and found a significant association between CDCA5
expression levels and overall survival. These results suggest that CDCA5 functions as a critical gene
supporting OSCC progression and that targeting CDCA5 may be a useful therapeutic strategy for OSCC.
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The expression of CDCA5 in human OSCC cells
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Expression of CDCA5 in QSCC fissues
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Association between CDCAS expression and clinicopathological parameters
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Growth inhibitory effect of siCDCA5 in human QSCC cells
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Effect of targeting CDCA5 in human OSCC primary cultured cells
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Role of CDCASin the cell cycle of GFP-SAS cells
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