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A high-resoluton map of SBP1 interactomes in Plasmodium falciparum-infected
erythrocytes.

Takano, Ryo
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Plasmodium falciparum parasites, a causative agent of human malaria, export
numerous proteins to the host erythrocyte membrane and cytosol. These exported proteins, sometimes
referred to as the exportome, facilitate host cell remodeling and are directly associated with the
pathology and pathogenesis of severe malaria. Therefore, to understand the molecular basis of severe

malaria, it is essential to clarify the exportome. Here, | conducted FLAG-tag-based
immunoprecipitation with cell lysates of erythrocytes infected with parasites that expressed
FLAG-tagged SBP1, a known Maurer®s cleft component, and analyzed the precipitated proteins by using
high-sensitive mass spectrometry. The precipitated proteins were predominantly host cytoskeleton and
Maurer®s cleft components. | further identified novel host and parasite proteins that were
recruited to and localized in Maurer®s clefts, suggesting the involvement of these proteins in the
severe malaria caused by Plasmodium falciparum.
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