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Epigenetic analyses in patients with imprinting disorders conceived by assisted
reproduction technologies

Hiura, Hitoshi

3,100,000
ART
Beckwith-Wiedemann Silver-Russell
ART ART
ART ART

The assisted reproduction technologies (ART) are generally considered to be
safe, but several studies suggest have reported an increased frequency of imprinting disorder such
as Bechwith-Wiedemann syndrome (BWS) and Silver-Russell syndrome (SRS) caused by epigenetic errors
in ART children. In this study, to clarify the influence of ART for genome-wide epimutation in SRS
and BWS patients derived by ART, we analyzed genome-wide DNA methylation in SRS and BWS patients
using reduced representation bisulfite sequencing. In SRS, children derived from ART showed that the

frequency and extent of differentially methxlated regions in promoters, CpG islands and repeat
elements are greater than those of non-ART children. In addition, we could not find mutations had
serious effects on DNA methylation-Orelated genes using exome sequencing. Our data suggest that
ART-related risk factor(s) was a process after the fertilization than the gamete formative period.
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