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Both Gabl and Sfmbt2 are novel placenta-specific imprinted genes and we
analyzed the function and regulatory mechanism of Gabl and Sfmbt2 using Gabl KO mice, trophoblast
stem cells and cloned mice. We found that the paternal expression of Gabl and Sfmbt2 were regulated
by a novel differentially methylated region (DMR) and the imprinted expression was important for
normal placental development. We also found that in cloned mouse placentas, the Gabl and Sfmbt2 DMR
were lost and Gabl and Sfmbt2 were highly expressed, which may contribute to placentomegaly of
cloned mice.
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