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Mammalian specific molecular evolution in neo-X and neo-Y of the Okinawa spiny rat,
Tokudaia muenninki
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The neo-sex chromosomes generated by sex-autosome fusions of recent origin in
Tokudaia muenninki provide a good model in which to elucidate the early phases of eutherian sex
chromosome evolution. Here this study describes the genomic evolution in their neo-sex_chromosome
differentiation. The results suggest that recombination has been suppressed in the pericentromeric region
of neo-sex chromosomes, whereas high levels of recombination activity is limited in the peritelomeric
region of almost undifferentiated neo-sex chromosomes. Therefore, PAR might have been formed on the
peritelomeric region of sex chromosomes as an independent event from spread of recombination suppression
during the early stages of sex chromosome differentiation. Furthermore, the immunostaining of pachytene
spermatocytes in Herpestes auropunctatus revealed that genetic differentiation was initiated with the
neo-sex chromosomal region adjacent to ancestral Y chromosome.
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