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Evolution of penicillin-resistant Streptococcus pneumoniae of serotype 3 by
capsular switching after introductions of 7-valent pneumococcal vaccine in

children, in Japan

CHIBA, NAOKO

3,100,000
Taiwan23F-15 genotypic
penicillin-resistant Streptococcus pneumoniae (gPRSP )
3 cps 3 gPRSP
KK0981

3 KK0381

The present study is the first report of a genotypic penicillin-resistant
Streptococcus pneumoniae (gPRSP) derived from a Taiwan23F-15 clone prevalent in Asia that acquired a
cps-locus region encoding a type 3 capsule by homologous recombination, resulting in emergence of
gPRSP of serotype 3. Additionally, this recombinant event most likely occurred in recent years
because the nucleotide sequencein recombination region of KK0981 were completely consistent with
these of KK0381 of serotype 3.
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