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Successful sexual reproduction in flowering plants depends on accurate germ
cell differentiation. Molecular mechanisms of germ cell development during pre-meiotic stages remain
unknown in plants. 1 have identified over 700 types of long intergenic non-coding RNAs (lincRNAs)

specifically expressed during rice reproductive stages. These lincRNAs that contailn the consensus
sequences of microRNA 2118 (miR2118), are precursors of 21-nucleotides small RNAs (Komiya et al.,
2014, Komiya 2017). Furthermore, 1 am engaged in two main projects using rice: 1. Roles of over 700
IincRNAs and 21-nt small RNAs in early reproduction and 2. Transcriptional regulation of 700
IincRNAs by CRF1. Some lincRNA mutants and crfl mutants showed sterility. Furthermore, some lincRNAs
expressions are suppressed in crf mutants. These results suggest that multiple lincRNAs may
regulate early reproduction and CRF is required for development of rice reproductive tissues (Komiya
unpublished data).
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