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Regulatory mechanism of delipidation of Atg8 that mediates autophagosome
formation
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Atg8, a ubiquitin-like protein important for membrane dynamics during
autophagy, is modified with a phospholipid and localizes to the membrane, thereby
contributes to the progression of autophagy. Atg4 is a deconjugating enzyme for lapidated Atg8 and
contributes to the recycling of Atg8; however, the regulation mechanism of Atg4 activity remained
elusive. Here, | studied the components that regulate Atg4 activity in vitro. The data showed that
the activity of Atg4 was affected by neither the interaction with other Atg proteins nor
Atgl-mediated phosphorylation, but by the regulatory regions within Atg4. These data suggested that
Atg4 might possess an ability to regulate its deconjugating activity depending on the intracellular
localization.
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