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Formative process of the Japanese Fauna viewed from molecular phylogeny of aquatic
hemipteran insects
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The Japanese Archipelago is one of the biodiversity hotspot, and it is very
important to study formative process of the Japanese Fauna. In this study, we focused on several aquatic
hemipteran insect species, and compared their population structures and their genetic structures. As a
result of this, some unique cases have been gathered such as the “ Back dispersal” .
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